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H:A42ARG.NH1=O6

H:A42ARG.NH2=N7

         A0068ILE

w:A44LYS.NZ=O6

         A0080ILE

         A0070ALA

H:A72ASN.OD1=N6 H:A72ASN.ND2=O6 V:A232ARG.CG=C7          A0234TRP          A0203ALA          A0180HIS w:A184GLU.OE2=N4

w:A201GLU.OE2=N4

H:A184GLU.OE2=N4 w:A184GLU.OE1=N6

w:A197ARG.NH2=N6

H:A44LYS.NZ=O6 w:A44LYS.NZ=O4

w:A46THR.OG1=O4

         A0028TYR

         A0024SER

H:A48THR.OG1=N4

         A0140TRP V:A76ALA.CB=C7 w:A299LYS.NZ=N2          A0229TYR H:A227GLN.NE2=N7

H:A227GLN.OE1=N6

H:A236ARG.NH1=O6

H:A236ARG.NH2=O6

H:A236ARG.NH2=N7

H:A199ARG.NH1=O6          A0238SER

         A0240SER

         A0225TYR

H:A199ARG.NH2=O4

H:A197ARG.NH2=O6

H:A197ARG.NH1=N7

         A0186ILE          A0195HIS w:A190ARG.NH2=N7

w:A190ARG.NH1=N7


