
A G (16) G (10) T (15) A (18) C (2) C (10) C (5) T T T A A (8) A (12) C (7) C (3) T (6) A (4) C (1) T A A C C
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H:A30ARG.NH1=N7 H:A30ARG.NH2=N7          A0032GLN          A0034PHE

H:A72GLN.NE2=N7

H:A72GLN.OE1=N6

         A0060HIS H:A62SER.OG=N4          A0222VAL w:A195THR.OG1=N6          A0224GLU

         A0171CYS

         A0193ILE

         A0173MET H:A189TYR.OH=N6          A0177ALA

         A0022LYS V:A21THR.CG2=C7

         A0019SER

H:A70ARG.NH2=O6

         A0017ARG

         A0036GLN

         A0068GLN

H:A38ASN.ND2=O6

         A0015CYS

         A0066LEU          A0220ARG          A0219LYS          A0226GLN

         A0215ARG

H:A187GLN.NE2=N7          A0179SER          A0181ALA


