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V:A223SER.CB=C7

         A0229GLN

         A0224ASN

H:A221ARG.NH2=O6

H:A221ARG.NH1=N7

w:A219LYS.NZ=O4

w:A231SER.OG=O4

         A0270SER

w:A268ARG.NH1=N4          A0259TYR          A0261SER          A0330LYS          A0073VAL          A0046THR          A0022SER

H:A75GLN.NE2=O4

         A0024ILE

H:A44TYR.OH=N4

         A0140THR

w:A44TYR.OH=N6

w:A26GLN.NE2=N6

H:A219LYS.NZ=N7

H:A219LYS.NZ=O6

         A0217GLN H:A268ARG.NH2=O6          A0215ILE

w:A266ASP.OD1=O4

V:A235ALA.CB=C7

         A0213SER

w:A331THR.OG1=O2

         A0237THR          A0264VAL H:A68ARG.NH2=O6

         A0070SER

H:A68ARG.NH1=N7

w:A44TYR.OH=O4          A0066TYR H:A40ARG.NH2=N7

H:A40ARG.NH1=O6

H:A38ARG.NH2=O6

H:A38ARG.NH1=N7

H:A38ARG.NH2=N7

         A0032SER


