
G A C A G C C C C T T A G G C G T T (53) T (31) G (7) T (7) T (20) A (5) T (5) A (2) A C C G

C A G T C G G G G A A T C C G C C C (26) G (1) C A (12) A (9) T (15) A T T G G C

         C0093PHE

H:C65THR.OG1=O4

         C0069SER

         C0068GLN

         C0096SER

         C0095ARG

         C0091ILE

         C0089LEU

         C0087LEU

         C0072LEU

H:C76SER.OG=O2

         C0026TYR

V:C73ASN.CG=C7

         C0022THR          C0025ALA V:C21LYS.CE=C7          C0248GLN

         C0298THR

         C0301ILE

         C0297LYS

         C0295ASP

         C0066LYS

H:C160LYS.NZ=N3

V:C70LEU.CD1=C7

         C0067THR

         C0029TRP


