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H:B244LYS.NZ=O2          B0241ARG          B0257SER          B0047SER H:B282ARG.NH2=N3 V:B44MET.CE=C7

         B0087THR

         B0086LYS          B0320ILE          B0317ASN          A0041THR

         A0094GLN

         A0040HIS          A0262GLU H:A259ARG.NE=O6

H:A259ARG.NH2=N7

H:B244LYS.NZ=O2          B0243ARG H:B259ARG.NH2=N7

H:B259ARG.NE=O6

         B0262GLU V:B40HIS.CG=C7

H:B43LYS.NZ=O4

H:B201LYS.NZ=O2

         B0090GLN

         B0041THR

         B0094GLN          A0317ASN          A0086LYS          A0044MET

         A0087THR

V:A90GLN.CG=C7

         A0282ARG          A0047SER          A0257SER          A0241ARG          A0244LYS


