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H:D281ASN.ND2=O4

         D0288SER

V:D285VAL.CG2=C7

         E0282ASN H:E278ARG.NH2=N7 H:F80ARG.NH2=O6 H:F174ARG.NH1=O6

H:F174ARG.NH2=N7

H:F177ARG.NH2=N7

H:F177ARG.NH2=O6

         D0278ARG H:D289ARG.NH1=N7

H:D289ARG.NH1=O6

         E0289ARG          E0288SER H:E281ASN.ND2=O4

V:E285VAL.CG2=C7

         E0284ALA H:F171ASP.OD2=N4 H:F142ARG.NH1=N3


